A:Ribosome K:Arachidonic acid metabolism

B:Flavonoid biosynthesis L:Biosynthesis of amino acids

C:Stilbenoid, diarylheptanoid and gingerol biosynthesis M:Selenocompound metabolism

D:Glycolysis / Gluconeogenesis N:Carbon fixation in photosynthetic organisms

E:Linoleic acid metabolism O:Pantothenate and CoA biosynthesis

F:Isoflavonoid biosynthesis P:Carbon metabolism

G:RNA polymerase Q:Citrate cycle

H:alpha-Linolenic acid metabolism R:Phagosome

I: Phenylpropanoid biosynthesis S:Monobactam biosynthesis

J:Biosynthesis of secondary metabolites T:Proteasome
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Fig. S5. Function enrichment analysis of DEGs in the tuberous roots (mixture of

ITRs+MTRs +LTRs) (TRs) compared to UFRs.



